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一、个人简介

中国疾病预防控制中心传染病预防控制所 副所长，结核病室主任，博士，二级研究员，博士生导师。
主要从事传染病预防控制、莱姆病和结核病的防治研究工作。先后负责承担中国预防医
学科学院、卫生部、国家自然科学基金、国家重大传染病专项、世界卫生组织和欧盟等的国际合作项目共40多项，发表署名论文300多篇，其中5近发表英文SCI论文80多篇。获得省部级科研成果8项和国家发明专利6项。
二、主要研究方向

     结核病和非结核分枝杆菌病的病原学、分子流行病学、耐药性、免疫学和实验室诊断技术研究。结核病创新疫苗和药物研究。细菌性传染病预防控制技术和流动人口传染病研究。
三、代表性科研项目

1. 国家“艾滋病和病毒性肝炎等重大传染病防治科技重大专项” 十三五课题，结核病免疫原的系统发现和新型疫苗的临床前研究，2013.1~2015.12，595万元，负责人。

2. 传染病预防控制国家重点实验室重点项目，结核分枝杆菌表观遗传学研究,项目来源，2014.01~2016.12，，120万元，负责人。

3. 横向合作项目，结核病细胞免疫ELISA诊断试剂盒，2013.1~2017.12，400万元，负责人。
四、代表性论文、成果（2012年以来）

1. Wang X, Chen S, Xu Y, Zheng H, Xiao T, Li Y, Chen X, Huang M, Zhang H, Fang X, Jiang Y, Li M, Liu H, Wan K. Identification and evaluation of the novel immunodominant antigen Rv2351c from Mycobacterium tuberculosis. Emerg Microbes Infect. 2017 Jun 7; 6(6): e48.

2. Sun L, Chen X, Zhang W, Huang G, Zhang Y, Xu Z, Yin B, Wei W, Jiao X, Wan K. Mycobacterium tuberculosis Beijing genotype family strain isolated from naturally infected plateau zokor (Myospalax baileyi) in China. Emerg Microbes Infect. 2017 Jun 7; 6(6): e47.

3.  Jiang Y, Liu H, Wang X, Xiao S, Li M, Li G, Zhao L, Zhao X, Dou X, Wan K. Genetic diversity of immune-related antigens in Region of Difference 2 of Mycobacterium tuberculosis strains. Tuberculosis (Edinb). 2017 May;104:1-7.

4. Zhao LL, Liu HC, Sun Q, Xiao TY, Zhao XQ, Li GL, Zeng CY, Wan KL. Identification of mutations conferring streptomycin resistance in multidrug-resistant tuberculosis of China. Diagn Microbiol Infect Dis. 2015 Oct; 83(2):150-3.

5. Li G, Zhang J, Li C, Guo Q, Jiang Y, Wei J, Qiu Y, Zhao X, Zhao LL, Lu J, Wan K. Antimycobacterial activity of five efflux pump inhibitors against Mycobacterium tuberculosis clinical isolates. J Antibiot (Tokyo). 2015 Oct; [Epub ahead of print]

6. Qiu Y, Wang Y, Lin N, Huang M, Tan Y, Wang Q, Jiang Y, Liu H, Liu J, Zhang J, Wang J, Chen X, Wang D, Li G, Chen Z, Zhang L, Bao D, Zhao L, Guan C, Wan K. Multicenter clinical evaluation of three commercial reagent kits based on the interferon-gamma release assay for the rapid diagnosis of tuberculosis in China. Int J Infect Dis. 2015 Sep 7. [Epub ahead of print]

7. Chen Y, Zhao B, Liu HC, Sun Q, Zhao XQ, Liu ZG, Wan KL, Zhao LL. Prevalence of mutations conferring resistance among multi- and extensively drug-resistant Mycobacterium tuberculosis isolates in China. J Antibiot (Tokyo). 2015 Oct 21. [Epub ahead of print]

8. Pang H, Li G, Zhao X, Liu H, Wan K, Yu P. Drug Susceptibility Testing of 31 Antimicrobial Agents on Rapidly Growing Mycobacteria Isolates from China. Biomed Res Int. 2015 Aug; 2015:419392.

9. Ren N, Gao G, Sun Y, Zhang L, Wang H, Hua W, Wan K, Li X. MicroRNA signatures from multidrug‑resistant Mycobacterium tuberculosis. Mol Med Rep. 2015 Nov;12(5):6561-7. 

10. Jiang Y, Liu H, Wang X, Li G, Qiu Y, Dou X, Wan K. Conserved hypothetical protein Rv1977 in Mycobacterium tuberculosis strains contains sequence polymorphisms and might be involved in ongoing immune evasion. Int J Clin Exp Pathol. 2015 Jun; 8(6):6891-900. 

11. Zhang LL, Hou XX, Geng Z, Lou YL, Wan KL, Hao Q. Combination of Loop-Mediated Isothermal Ampliﬁcation Assay and Nested PCR for Detection of Borrelia burgdorferi sensu lato in Human Serum Samples. Biomed Environ Sci. 2015 Apr; 28(4):312-5 
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14. Jiao WW, Liu ZG, Han R, Zhao XQ, Dong F, Dong HY, Huang HR, Li QJ, Lin N, Song WQ, Wan KL, Shen AD., Prevalence of drug resistant Mycobacterium tuberculosis among children in China., Tuberculosis. 2015 May;95(3):315-20.
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18. Jiang Y, Liu H, Li M, Li G, Pang H, Dou X, Zhao X, Wan K., Single nucleotide polymorphism in Ag85 genes of Mycobacterium tuberculosis complex: analysis of 178 clinical isolates from China and 13 BCG strains., Int J Med Sci. 2015 Jan 5;12(2):126-34.
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35. Li G, Lian LL, Wan L, Zhang J, Zhao X, Jiang Y, Zhao LL, Liu H, Wan K. Antimicrobial susceptibility of standard strains of nontuberculous mycobacteria by microplate Alamar Blue assay. PLoS One. 2013, 8(12):e84065.
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